Genetic differentiation among G. fossarum Koch, 1835 
Introduction
Bijdragen tot de Dierkunde, 59 (3) 127-139 (1989) SPB Academie Publishing bv, The Hague Local populations of Gammarus fossarum Koch, 1836 have often been described as separate species (Karaman & Pinkster, 1977; Pètre-Stroobants, 1980 , 1981 . The species is widely distributed in northwestern Europe (Karaman & Pinkster, 1977) , and exhibits morphologically significant geographic variation (Goedmakers, 1972 (Goedmakers, 1972; Scheepmaker, unpubl. data) and experiments run by Scheepmaker (unpubl. data) , between G. caparti and G. fossarum also suggest complete interfertility and thus conspecificity.
The present study aims to provide an estimate of intra-specific genetic differentiation and a genetic base for the reconsideration of the conspecificity of allopatric populations of G. fossarum. Secondly, the taxonomie status of G. caparti is treated. Assessment of the species level of genetic differentia- In this study of samples from northwestern Europe, genetic variation is investigated using starch gel enzyme electrophoresis. fossarum, but maintains its integrity in these areas (Wautier & Roux, 1959; Roux, 1971; Meijering, 1972) . F: P3, setae longer than or equal to the diameter of the segment on which they are implanted, setosity moderate (" > = " and " + ", respectively), setae not curly;
G: P4, setae shorter than or equal to the diameter of the segment on which they are implanted, setosity poor (" < = " and " -", respectively);
H: idem, setae longer than or equal to the diameter of the segment on which they are implanted,setosity moderate (" > = " and " + ", respectively);
I: P3, setae much longer than the diameter of the segment on which they are implanted, setosity dense (" > >" and " + + ", respectively), setae curly; J: Uropod 3, poor setation (" -");
K: idem, moderate setation (" + ");
L: idem, rich setation (" + + ");
(Drawings from: Goedmakers, 1972; Karaman & Pinkster, 1977; Pètre-Stroobants, 1980 G. fossarum 4-6-11-12 13-14 G. fossarum 3) and the distance Wagner dendrogram ( fig. 4) is almost the same. However, one conspicuous dif- Fig. 4 . Distance Wagner network of Rogers' (1972) genetic distance rooted at the midpoint of the longest path (Farris, 1972) based upon 20 enzyme loci. (Goedmakers, 1972; Scheepmaker, unpubl. data 
